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TUMOR MICROENVIRONMENT

Valdes-Mora F et al (2018) Front. Immunol. 9:2582.



THE IMMUNE LANDSCAPE OF CANCER

Thorsson. V et al.(2018) Immunity17;48(4):812-830
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WIDE VARIETY OF DECONVOLUTION METHODSé

Avila Cobos F et al (2018) Bioinformatics.34(11):1969-1979.
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