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THE IMMUNE LANDSCAPE OF CANCER

33 cancer types

10,000
TCGA
tumors

...........

..........

Gene expression
signature clustering

Immune subtypes

Wound healing@ | A A A
IFN-y dominant €2 / Yy [ v |
7/ 11 Immune cell
nRameicEy . ‘ /' A quantification
Lymphocyte ...
depleted c“
Immunologically ] o000
quiet B
Somatic mutation = 1 —
TGF-8 dominant §&2 = o)
TF L =
\Immunomodula!om)‘ S; - -
Regulatory networks

—{_) miRNA-seq
~{_) DNA copy number
—{_) Mutation calls
—{_) Clinical data

() Methylation array

ThorssorV et al.(2018) Immunityt 7;48(4):812830



BULK TRANSCRIPTOMICS
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BULK TRANSCRIPTOMICS
DATA DECONVOLUTION
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WIDE VARIETY OF DECONVOLUTION ME T HOD S ¢
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Fig. 1 Venn diagram showing the number of deconvolution methods covered by
each review article (using transcriptomics data as input). (*) We discussed Nano-
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